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10000 |BBRITZRVEBETA—/VELHOBRYE : BAERHREIIHT BRE/RERETYSIY 76 10A29H (K) 14:40~15:20 EIRG
10001 |Winkia neuii ( Actinomyces neuii ) (C&ZaEBRZ SRS B RSP ERRE 54 108298 (K) 15:30~16:30 EES
10002 |HBROHT—FIVESEMFRBIAEOFEERTEADELEROEIMECONT TRRAAE2 106 10A308 (&) 15:10~16:10 E5RIG
10003 | . HETRORE 48 | 108208 (R) | 140~1520 | 62
10004 |h7-FINT7IL—3aUCBIBHMHEBAFHNEREEOZLLMECOVNT R - ICT 127 10A308 (&) 12:50~13:50 EE=2
10005 |EHEOELWMBSETODIF ARBORIEREDVF > FIROIFRK D9F> 157 10A308 (&) 14:00~14:30 EIRG
10006 |#ERAEMERHADO1H DRIRERRAAYAE 1 11 10A298 (K) 12:50~13:30 SR
10007 |HEEMELIPLYAESS—(CHFEL-VERREORAGIES O HEYE BRR2 148 10A308 (&) 9:40~10:40 BIRE
10008 [ERS3U/ Y09 LB EUADRRLERICHI B Clostridioides difficile BEERIEAIO LR IRERIYE 2 10A298 (k) 8:30~9:30 SR
10009 |70-/UH—RA5VAGERSENTRY 2020-2024(C81 3747 DIV NS IS LIEHERBAEL 110 108308 (&) 8:30~9:30 EES
10010 |H#REAEFTICHIFBAntimicrobial Stewardship TeamZEFIEFOMARISEIZEBE (I BN ALZOFHEICDONT IR 108 108308 (&) 15:10~16:10 ESRIF
10011 |28 (CEDUNRINY IS A SE OAKIELE O HDAUCHIRET TDM 7 108298 (K) 9:40~10:20 ESRIF
10012 |MIEERACEHULImSEZO—H HUEREIRAYE 1 38 10A298 (K) 12:50~13:30 EES
10013 [Stenotrophomonas BREFUAEERICHIFZT1TOIORERARLHE : PROVEAFTT —54L0 I35 LIS EIREE2 118 10A308 (&) 9:40~10:40 Eonts
10014 |ZRAUCHFZAF0B-3793—CAEERRPIHEE BHEREYECT 93177 0L OEERK TOBEMIE I35 LR ERREYE L 111 10A308 (&) 8:30~9:30 EeR
10015 |BURVIEZEIRTEE Clostridioides difficile REAAEFRAENBLE : DOTHLUBRSRIRRTICL BIRET IRERRE 4 10A29H (K) 8:30~9:30 $E5RI5
10016 | Ao LOREBI BT RE SR MERATIARRESEORLS R 1CT 125 | 108308 (&) | 12:50~13:50 | #e2®
10017 |[HERRERICHISMRSAKFCIBBRICIT T ZRA> I KI5 LU TORDIEH I ICT 122 10A308 (&) 12:50~13:50 EAES
10018 |HEEERREBIECRRL. BREGICRRNICAINERSRUETCE L SARIMAD 1 6 DRINERRAAYE 1 12 10A298 (K) 12:50~13:30 SR
10019 [STORRIEHE FERHIS. maltophilia FFRAHUEIAFTOINELI I/ SV HRBEEENELLIZ 16 I35 LR RREYE2 116 10A308 (&) 9:40~10:40 EeR
10020 |FRPFURBRIZUIZEEL L SARSIHREHCOVID-19014) COVID-19-20At? 27 108298 (K) 8:30~9:30 EES
10021 |EFRAABECEIBYA MXAOIL A ERIEDIRARREZIT7 I 0—F IBERIYE 5 10A298 (k) 8:30~9:30 SR
10022 |F—BENSEMEDBENIZNIREI—EE%EKlebsiella pneumoniae O HEEEFOLLE G5 LR RRREYEL 113 10308 (&) 8:30~9:30 HEonts
10023 |EREBHAERUSEEIEARBIYEO—H B - RS EREP R 52 10A298 (K) 15:30~16:30 EeR
10024 [HMEETVLF -0 SNEREEEAZEF LA (AST) EEEREHIOBHAVBEROEE FUREMSEIERER B2 96 10A308 (&) 12:50~13:40 SR
10025 |RSVEIFREDIFOILIERSVRIYEICH I FHRORTT DIF> 158 104308 (&) 14:00~14:30 BIRE
10026 |#EKREFEEERICHIBNEREROREME | IREL TN~ - TEEER 34 10A298 (K) 9:40~10:40 EeR
10027 |MEPM-TAZ/PIPC (CHIF BIMEREB DI LHIMER T ORFT FUREMFSEIERER [REE 87 10A308 (&) 9:40~10:40 SR
10029 [NEEEMERZERRHaemophilus influenzaefEERROEAITIEL 3 FREFNIFHORIFNZL 5 LR ERREYE L 114 104308 (&) 8:30~9:30 EeR
10030 #AMEMycobacterium abscessus HOEPE % EUIRIRBTEEICH IS SRR 42 108298 (K) 13:40~14:30 Heaig

SHE L ERRAIR S OTOMETE : FEFIERES

10031 |AIBCHIBEITONUERRMDEIESHEAT (MUSASHIFRZT) I3 LIRERREE L 112 10A308 (&) 8:30~9:30 EEE=2

FHTAMU AL RS U IFIR BRIV - PRESRIAE B E LD BN

10032 | Cop) o i e mn s s B R T RNl I35 LR RREYE2 119 10A308 (&) 9:40~10:40 EES
10033 |Genomic Diversity and ESBL Gene Contexts of Community Carried Escherichia coli in Ecuador RS/ RERETYSY 78 108298 (K) 14:40~15:20 EIRIG
10034 |(IL7-CEERICEBRISBAENSE 7> E-T MIECEDFET U —HIRU46HI0SRRIIEE MFRREYEL 103 10A308 (&) 14:00~15:00 SR
10035 [FEREOEBFREAT—52AVIEII051 ML BEBiE AWaRe Tl OFFIR FUREMFSEIERER K 86 108308 (&) 8:30~9:20 EE=
10036 |EBUAILARNREUC & BRI EAZERIEL COVID-19%HFEL 16 COVID-19-20Ath 26 10A298 (k) 8:30~9:30 EeR
10037 [AAIEA>IINIY-FESARS-CoV-201 L RMERACH I BHESEREAE T BB F OIR5T DRINERRAAUAE2 17 10A298 (k) 13:40~14:30 SR
10038 | MR B SRR RSy 1 (AST) Rl AOEMEEEED TSRS 90 | 108308 @) | o40~1040 | fm52E
10039 ;Sggzgf;ﬁ%;:ggﬁfﬁ%ﬁﬁb‘BASidE‘GL,T':Negativicoccus succinicivorans Z S8 P 51 108298 (K) 15:30~16:30 seaiy
10040 | DR R TMERRERR B2t 07 | 108308 @ | 12:50~13:40 | s
10041 |SEBHERESECSIDEINTFRSBRIEMESLURR2EOLE FUREMSEIERER B2 94 10A308 (&) 12:50~13:40 SR
10042 |ASEBIEL TRIRERIEREEHIL  IFEZEEICHITE N> STRAIROARICERRLE—HI HEYE BRRL 138 10A308 (&) 8:30~9:30 BIRE
10043 | B AD R IR0 ARETEESR Sk 85 | 108308 (&) 8:30~9:20 -
10044 RSO ABAEEEECRIELIZPVL-TSST-1IBEMRSA (ST22-PT) (C&ZBIEMHAGRO—H) BRE/EFERIMYSa1 57 10A298 (k) 8:30~9:20 EIRE
10045 |EREENSHERICHITBAWaReIAICEISIMRNEREBIEERN AOFHE FUREMFSEIERER Sk 82 10A308 (&) 8:30~9:20 SR
10046 |AARSVABAAERICHII BHEEBALIERE, IRFELTROMRET DRINERRAAUAE2 16 108298 (k) 13:40~14:30 SR
10047 |Scedosporium apiospermum ®mating type locuslZOWTORE HE 26 150 108308 (&) 12:50~13:50 EIRIG
10048 | ia IS LA RO DU STNTPY L 155 ol 151 | 108308 &) | 12:50~13:50 | %728
10049 |%RERBIBH&ONoOcardia exalbida | 2IEIEE/ NIV TRED145) B R EERED R RRAE 56 10A29H (K) 15:30~16:30 BRI
10050 [FEHIVEEREECHTSIFEZ IR OB B RAERRARRORZT HEREIRAE2 46 10A298 (k) 13:40~14:30 EES
10051 |EEREVEREL TRAENIHEENRERICHISde-escalationEHEL e FUREMSSEIERER [REE 88 10A308 (&) 9:40~10:40 SR
10052 zg;;glaﬁfw/;;@gg(2014-2024)(:BLT%Stenotrophomonas maltophilia ((339% 55 SRR 117 108308 (&) 0:40~10:40 seaiy
10053 |Accessf#Fa LSz FAUESSRBZL R1E)_EDNSEHEEERA DR HE B OIRGT FUREMFSEIERER SR 83 108308 (&) 8:30~9:20 EE=
10054 |MRPIRHEIRICH 3 H MR & BE ORI NS OBKYA )L ADNADIRLE: FEETYI L 67 10A298 (k) 12:50~13:30 BIRE
10055 |{EEERICHTBMTIERBAYECH USRS SR E SR MRS E E AT AL 1H TEEER 33 10A298 (k) 9:40~10:40 EES
10056 |BhA(CHS BB TS5 ADstep-downE A#IRAIR SHEBEDLEEL DFINERRAAE2 18 10A298 (k) 13:40~14:30 SR
10057 |Fusarium Infection and Concurrent Extranodal NK/T-Cell Lymphoma Presenting Nasal Destruction HEE ERR2 145 108308 (&) 9:40~10:40 EvEs)
10058 |12V I HHEERICCorynebacterium striatum (C&ZBEAIAZ T U B BRI ARAEIZED 1 61 DPIRARRAALAE 1 13 108298 (K) 12:50~13:30 E5RG
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10059 |BEHRBOERT. BRAMSIEIZRIETFIRVB. fragilis (C&B{CIRIEMARIERFIRAZ FIELLE—H) TERAYEL 102 10A308 (&) 14:00~15:00 SR
10060 |ATREBRETIVCHIDEES SRBIRIMOBRECONT B2 132 10A308 (&) 14:00~15:00 EEE=2
10061 |Gentamicin@s214Staphylococcus aureus (339 XA EGentamicin®/ (1 AT )L LAFZERIDHIZHR Hig 128 108308 (&) 14:00~15:00 EES
10062 |25 BNZRICLS Raoultella ornithinolytica EIMEDERERGE 25 BIAROSEAIRZ 1% I35 LR RREYE L 115 10A308 (&) 8:30~9:30 EES
10063 |AEEtEEESRESBLE S KBRS FEFIART I ICT 123 10A308 (&) 12:50~13:50 EES
10064 |BBEEICHYBBCC BT ARERICRIE A Z FIELIE—B) HUEREIRAYE 1 41 10A298 (K) 12:50~13:30 EeR
10065 |BEREXOSHIRVEREIRMEZ FAEER R0 Listeria monocytogenes EIMAED 14l 535 LB RRAE 134 108308 (&) 15:10~15:50 EES
10066 |BAFIHACHL TORBRIEREEMEN L BEOMRRE REBISDUT | TUTHINICS IS B HEEREAT COVID-19- 20t 29 10A298 (K) 8:30~9:30 EeR
10067 |&F2E0/REOHNEREELFIOBALZOFE FUREMSSEIERER K 84 10A308 (&) 8:30~9:20 SR
10068 |SEnomic Charactenzation of Styeptococcus preumoniae Seroype 3 from Japan in B KRy 77 | 108298 0 | 14d0~15:20 | mrem
10069 |tE#EPMultiplex PCRTIRIESNAN O IAMIEBEHIRE 2 Y > — >~ I 12 22 VTR UIRSEIEA R X O — I BWE/AFEAMTYS 32 62 108298 (K) 9:40~10:30 BIRG
10070 |EAEAEECE#EUECandida dubliniensis (C&ZHEAMERIRAD—F) BYE/EFERIMYSa1 58 10A298 (K) 8:30~9:20 BIRE
10071 |\ e IR REIRI AT SE7 I DERARAS > IO vitro RESIE a1 68 | 108208 (R | 12:50~13:30 | #78m
10072 |16BERICABINRERRUIT LRy I ZRDTEGISEHFAZT THERRE 24 10A298 (K) 16:40~17:40 SR
10073 |MEEREHESIBEMBIEOSHEITEN. BHERICLEROBEERHI—HI THERRE 20 10A298 (K) 16:40~17:40 SR
10074 |IMP-1E%Atlantibacter hermannii Dbla yp- FEHINCHI2T5AZ ROESRER FEPELYI 32 71 108298 (K) 13:40~14:20 EIRIG
10076 |ABEEMEHEREICLSBERDA - BIMAENES 39U, ECMOBATHEULE—HI MRREYEL 98 10A308 (&) 14:00~15:00 SR
10077 |SEROESMHCHIBIREEBRCBEINIRER T ORR I ICT 126 10A308 (&) 12:50~13:50 EAES
10078 |Hulsis)=y)ICH i BPRESRAEESRE. coli DRSS L FIRORET I35 LR ERREYE2 121 10A308 (&) 9:40~10:40 EeR
10079 |PEEERICSBBAE AR 7EFIDRER MRREYEL 100 10A308 (&) 14:00~15:00 SR
10080 |RAEEHL&(CMycolicibacterium neoaurum (L& FHTRISMIRRR AR UIZ145] BWE/EFEAY>3>2 63 108298 (k) 9:40~10:30 Eves
10081 |EEPRECIAESAIBNEIIRE E3RICRBUAS RO —H BYE/EFERMTYSA1 59 10A298 (K) 8:30~9:20 BIRE
10082 |#FEMIMREBBATIETBECHI S/ IS MAPREF AR S Lo PRI R & 3R FOMReT TDM 8 10A298 (k) 9:40~10:20 SR
10083 |&iHCOVID-19BHEICHIZL T MLELOBEENIEDIRGT | KIRUET —IR-(CLBHBBEETR— MAFK COVID-19-20Ath 28 10A298 (K) 8:30~9:30 EeR
10084 |MDRPREUEICKTIBTAZ/CTLZIRSH . VCMHA(CEHAERILASRHIZCRBSIAHHNEHI FUREMSEIERER B2 93 10A308 (&) 12:50~13:40 SR
10085 |Mycobacterium abscessus D054 RELATIHIECEI S5 IZMAB_0855DHEAERZAT FIESERIYE2 43 108298 (K) 13:40~14:30 Eonts
10086 |Phytobacter ursingii EIIED—] HHEELY> 3> 79 108298 (K) 15:30~16:00 EIRIG
10087 |BEHETOSREMBAPIFRLEZSNIStreptococcus sanguinis B LAIRE XD 161 IMFRRAAE L 99 10A308 (&) 14:00~15:00 E5RG
10088 |blaz BIEXF R EEET RUBREICHHFS penicillin GONENBLUTHELOIRES i 129 10A308 (&) 14:00~15:00 EeR
10089 |MuEESMRISRIHCH I PR R ERRECH 92197 IFV - VOB : SAFIF9ILE1~ HEYE BRR2 149 10A308 (&) 9:40~10:40 BIRE
10090 | FEERRENSUsobacterium necrophorum HRMUEKERIEIEN B R 53 | 108298 () | 15:30~16:30 | Heas
10091 |BRULERE, MRE, 7IYIROFRENS11FEEZICEUT - BRNAICER/GIISSAT ZEO—HI HEYE BRR1 142 10A308 (&) 8:30~9:30 BIRE
10092 |FREBARPCRAEUIIBIEN Nocardia farcinica RZAED 145) B R EERED R RRAE 55 10A29H (K) 15:30~16:30 BRI
10093 |EZRAEERE B EAIMIEHRIRE 0SS i 131 10A308 (&) 14:00~15:00 EEE=2
10094 |EEBEICHIZITAI-NITRRICLDREBBAETHRROIRE TEEER 36 108298 (K) 9:40~10:40 EeR
10095 |HRICHBEET ROKERMENFETYZRIRFORET EETROBKE 49 10A298 (K) 14:40~15:20 EeR
10096 |SorPatient parenters) antimicrobial (nerapy (OPAT) EiBfILI: S/ ETEA Y A 60 | 108208 (R 8:30~9:20 w728
10097 |fEEFOEIRREEIRPOEMBIEIREHCFRIELBacillus megaterium BEMHED/ N2/ TEEER 32 10A298 (K) 9:40~10:40 EES
10098 |(ERFsEENELevofloxacinTEABEOZERRIFHEICONT I35 LR ERREYE2 120 10308 (&) 9:40~10:40 SE6RIH
10099 |EMECSFHRIERTIEREOKTE - ASTRISZSHL S EBART TRRAYE 107 10A308 (&) 15:10~16:10 SR
10100 |SPEAEEIR%AVEMACE BRI IBBAIT 0/ A — L2 OiRE BRE/RERETYSIY 75 10A29H (K) 14:40~15:20 EIRG
10101 |BEMOEAWIE (AMR)- FIRZSEEERICRI I 2T 3R FUREMSSEIERER [REE 92 10A308 (&) 9:40~10:40 SR
10102 |A3B20618-#AHILRS, E1EESOERIZEUMALLRYIZ (clade Ib)D16) TEREE 23 10A29H (K) 16:40~17:40 $E5RI5
10103 |75 LRMAREMFRAIECH T BOSAR(Optimal Spectrum Antibiotic Ratio)DiE A LB RHOI%ET IR 109 108308 (&) 15:10~16:10 E5R1F
10104 |FH¥EEREBRECHIZ/ IR/ VAUCIHERELRETOMORE | SHERIEH AR TDM 9 10A298 (k) 9:40~10:20 SR
10105 [FEELBELMIEABEOMEFN EEFIFECONT IRERIYE 6 10A298 (K) 8:30~9:30 EE=
10107 |[RMAICUCSREBEOESHMEHROERAZ(LEVAPTAEL OBLE IFIRARRALIE2 19 10A298 (K) 13:40~14:30 SR
10108 |iulsirpiZRlRICH1I B ITIREE - SE RSB 2 RUASIBERORRER THERRE 22 10A298 (K) 16:40~17:40 SR
10109 |Mycobacterium abscessus subsp. massiliense (C&2EHEEE i RBIBSAED—H] HHEEtY>3> 80 108298 (K) 15:30~16:00 EIRIG
10110 | DL/ IR AT HERIREIRERY D22 AWRFYY LR EE/nacubactam HHABCED B 1M Hit 130 10A308 (&) 14:00~15:00 EE=2
10111 [DILIRRARIERERMIRE OISR RE A ZA LI g BDASCE AL FUREMFEIERER [REE 91 10A308 (&) 9:40~10:40 SR
10112 |[EHOEIBBREEAHU TBRIEOREANEEDNI, ABEEMAEDH) BYE/EFERIMTYS a2 64 10A298 (K) 9:40~10:30 BIRE
10113 |AFSUSMIET ROBKER) AT 1)L AL I DIMRSARE O #HETRVIKE 50 10A29H (K) 14:40~15:20 BRI
10114 |E#EI(IFYIASERIEICAREREUCDICER/ UL AT 52716 IRERE 1 10A29H (K) 8:30~9:30 $E5RI5
10116 |MIEESZIEMEEEAEORBPICREHERICL DM ERAELR 16 HEYE BRR2 144 10A308 (&) 9:40~10:40 EvESe)
10117 |#eJROKERMESSCH I3 MREEBREOREZ(LEASTM ARG MRRZYE2 105 10A308 (&) 15:10~16:10 SR
10118 |AFEASIER(CAT NIIAROAE - BIEZ FAELFEL- LI 16 HHEEtY>3> 81 10A29H (K) 15:30~16:00 Eve=2]
10120 |2EARSIERETRAN 2 & 2IERTE IR ERIA DI CEEUI—H) BYE/EFERMTYSA1 61 10A298 (K) 8:30~9:20 EIRE
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10121 |ERERIRAKDS Bacteroides pyogenes W53 &ENIAEBI DTS RAVRGT COVID-19-20At? 31 108298 (K) 8:30~9:30 EES
10122 |BESRRBEAORMIAISN Candida auris DIRRIERERIRECSZ 58 HE 26 153 10A308 (&) 12:50~13:50 EIRG
10123 |E#FIMECandida auris (X3S BBEEEIIENRTF ROV RS IERRAT HE R 154 104308 (&) 12:50~13:50 BIRE
10124 |#FFRREECandida auris (<8572 Hs| LIKEFAVR AR AEHIED HE R 155 104308 (&) 12:50~13:50 BIRE
10125 |BRREiliHEOEEERAAESFEEBHICEIT SRR HEYE BRR1 139 10A308 (&) 8:30~9:30 BIRE
10126 |Artesunatelc£3REFARN BRI U7 S HEAERHITSU7O—H COVID-19-20Ath 30 10A298 (K) 8:30~9:30 EeR
10127 |RUIFY-IUERESZEScedosporium apiospermum (L& 3 FREBIEA D15 HEE ERR2 146 10308 (&) 9:40~10:40 Eves
10128 |/HIVSTREDEEEFRICPurpureocillium lilacinum (&2 52 IEEREP R AR &4 U161 HEE ERR2 147 10308 (&) 9:40~10:40 Eves
10129 |RHEEBEIREEIR = (CZ AR - BRI - 2 BAREZ K UIzArcanobacterium haemolyticum EIMAED 145 HWE/EFERIEY>3>2 65 108298 (K) 9:40~10:30 Eves
10130 |[HEITRVEKE (MSSA) (C&BREBLE LAEAICEHUIHEMERIE 2 (CCloxacillin A ZEIhU—fl HETRUEKE 47 10A298 (K) 14:40~15:20 EES
10131 | et EEEn 37 | 108208 B | 940~1040 | Hesm
10132 |EMNLIVLRRECH I RN TO7 7 — CEIEAEROBEEI N 2L EMORR Hig 133 10A308 (&) 14:00~15:00 EES
10133 |BRERRZAEE ORI ASRE RSO SHERICR SRR 2 FIELIZ 16 TERAYEL 101 108308 (&) 14:00~15:00 EE=
10134 |[##0iRI2BSVRIGIIUHY R RIERN THolh', RN EIBICLDIEASIRENL \> 2 mn—6] BRI 45 108298 (K) 13:40~14:30 EE=2
10135 |Cutibacterium modestum (L& 3G IEREIARBD145) I35 LB EREYE 135 10A308 (&) 15:10~15:50 BRI
10136 |KIEBRFEE(CFIELIZMycobacterium haemophilum BHEEABRE#E % TBAERREE2 44 108298 (K) 13:40~14:30 EES
10137 |BEUEDRICHIZRAEIEEMMAS SO0 HIT -3 DBALFERE FUREMFSEIERER [REE 89 104308 (&) 9:40~10:40 SR
10138 [MEERFEVIRICHFZGass/AXIENUIER 0T~ HRIGEALICE B A A—VEDTEHAR HE R 152 10A308 (&) 12:50~13:50 BIRE
10139 [HLLSEZERRERIRZIEREFYS (JOXIYIMTB-NX) OSHERFEEE HUEREIRAYE 1 40 10A298 (K) 12:50~13:30 EeR
10140 |Mo0COCUSSRIRBEANT (P) PbiRIRIERNCPDN SR 3L, 5 LR 136 | 108308 (&) | 15:10~15:50 | %62
10141 | > 2 Rar RIRAL IBERAE 3 | 108208 R 8:30~9:30 | #5218
10142 |ZRF>F7HROREHZE TRAELBEIEIYT N Iy ZAED 1) HEYE BRR1 141 10A308 (&) 8:30~9:30 BIRE
10143 |/ EigEEEAPIFLUR Peptoniphilus asaccharolyticus BEIIAED—H] BWE/EFEREYSa>2 66 108298 (K) 9:40~10:30 EIRIG
10144 |[12INI YRGLCARHEIIRE LT A - R AL B @ T ROBKEMAZRIELL—H DRINERRAAYAE 1 14 10A298 (K) 12:50~13:30 SR
10145 |EERBEBECHIIBPOCTHE Z ALV B HEE Tl M EZRILTS DIREY TEEER 35 10A29H (K) 9:40~10:40 EE=2
10146 IRNICEIY BHE M 2RSS AR BTl Z4T o/ —6) DRI BRRAAYE 2 15 10A29H (K) 13:40~14:30 $E5RI5
10147 | et S R 1CT 124 | 108308 (&) | 12:50~13:50 | #e2®
10148 |isHiERmRERLO—H THERRE 21 10A298 (K) 16:40~17:40 SR
10149 |JrEESENETILIINF I ROHRICEDRIFRIRIREIS I BEMIEN/ MRRAMEREED 1 61 FEETYI L 69 10A298 (K) 12:50~13:30 BIRE
10150 |LAMPEZGAUARR IR ORRES SURERIMEOZUTERTE FEETYI2 72 10A298 (K) 13:40~14:20 BIRE
10151 |FaENRTIRSHRCRIELEIRIERBAO—H HUEREIRAYE 1 39 10A298 (K) 12:50~13:30 EAES
10152 |Aspergillus HBRARICHLT VRCZ $#&55A#. 470V AR MAREN SEERE 1 6] TDM 10 10A29H (K) 9:40~10:20 $E5RI5
10153 |EHECHFIEENSOIAIREDIREEIEDIF > B O EICBIY BHRE D9F> 156 104308 (&) 14:00~14:30 BIRE
10154 [EFRAREEDICHITBTFEBMZ EII NSRS IATBEEI v F 7 DR FEETYI L 70 10A298 (K) 12:50~13:30 BIRE
10155 |Corynebacterium jeikeium EIEC3 9 3de-escalationDiRE%Z R LI 14 IR 104 108308 (&) 15:10~16:10 ESRIF
10156 |FilmArrayMi&iE#E/ (*)LVanA/Bi e 8o VanMiBl{iE FARE IR EBH] I35 LB RREYE 137 104308 (&) 15:10~15:50 EeR
10157 |X#MEEICHF3Candida EIMAEOIEICRIT SRS HEYE BRRL 140 104308 (&) 8:30~9:30 BIRE
10158 |65 LOHIVERECHFZIL AL HIL IR TEIBH KM DR THERRE 25 10A298 (K) 16:40~17:40 SR
10159 |HRICBHBITRII0FYSEHFIOERZ LG SRS METHIORE FUREMSEIERER B2 95 10A308 (&) 12:50~13:40 SR
10160 |BAIRES>)E-MEIEEDIF LB II175— RO LHBHIBORET FEETYI2 73 10A298 (K) 13:40~14:20 EvESe)
10161 |$RAABKEDIF UL BIUAE SIS HSHABORRT FEETYI2 74 10A298 (K) 13:40~14:20 BIRE
- s&fErRICparadoxical reactionh'8EDNIZIIS S AT ZBERR A D—15I HEE BRKL 143 108308 (&) 8:30~9:30 EIRIG
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